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Figure 1. 



CCCGGTCGGAGGTTTCAAGGAATGACTAGATGTGGCACTTAGTGCCATGGTCTAGTTGAC 


60 


AAGGTGATGGTTGGTCAAAAGTTGGACTCGATGATCTCAGAGTTTTTTTCCAGCCTTAAT 


120 


AATTCTATGAATTCTGTAATTTTATTCTTGATCTTTTTGAGCGAAGTTTGTTTGGGGATT 


180 


TTAGTTTGGTTTCCCTGTCACTGTTTTCTTTCCTTGAAACTGACTTTCATTTGCAACATG 


240 


AGAATTGCTGTATTTGTCAGGTTACAAGTAGTGCAATGGCTGCTTAGAAGTAGTGAGAAA 


300 


CATTTAGGGAAATACTGGAGTGAAGCAAACACAGTGGTACTGCCAAACTGTAGCTTTGGG 


360 


ATTTGAGGAOCCACAGAGTTGTATATAAATTTGTTTAATGATATCCTGCCCCTGCCTTCC 


420 


ATTAATTGCTTGTTTTATGAAACCACTCTTTTTTTTTTTTTTTTTTTTTTGGCTTCTTCA 


480 


TATCCTGTGGTAATGAGTTAATGCATTTAGAAGCACATGGCAGAACTAGGAGATCTGTGG 


540 


ATGACAGTGGTACAGGAGCTCTGAATTTTTTAGATAAACTATGAGAGTGGAAACAGAAAT 


600 


CTGAGGCTAGTTTCTTGAGCTGACTGTAAATTTTGTGAGAATATTTTCAAGACTACATTA 


660 


GTTGTGTGTTTGAGGAAAAATAAAATGTTTAAGTTGTCCATTCCTTGAAACCTCCCGACC 


720 
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Figure 2. 



123bp region with identity to CHD-1 



P6T1.7 pGT8 



Figure 3. 
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AATTACTGAA 
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CBD- 
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AATTACTGAA 


GT 


CBD- 


•w 


AATTACTGAA 



ATGATCCTGA TAAAAAACCA 
ATGATCCAGA CAAGAAACCC 
ATGATCCAGA TAAGAAACCC 
ATGACCCAGA TAAGAAACCA 

CAAGCAAAAC AGTTACAGAC 
CAGGCAAAGC AGCTACAGAC 
CAGGCTAAGC AGTTACAGAC 
CAGGCAAAGC AGTTGCAGAC 

CAGAGATCTT GCAAAAAGAG 

TAAAGACCTT GCAAGAAAGG 

TAAAGACCTT GCAAGAAAGG 

TAAAGACCTT GCAAGAAAAG 



CAAGCAAAAC AGTTACAGAC 
CAGGCAAAGC AGCTACAGAC 
CAGGCTAAGC AGTTACAGAC 
CAGGCAAAGC AGTTGCAGAC 

CCGTGCAGAC TACCTCATCA 
CCGTGCAGAC TACCTCATTA 
CCGTGCAGAT TACCTCATTA 
CCGTGCAGAT TACCTCATTA 

AGGCTCAGAG ACTTTGTGGT GCG 
AAGCACAAAG GCTTGCTGGT GCA 
AAGCACAGAG ACTTGCTGGT GCA 
AAGTGCAAAG ACTTACTGGT GCA 



M CHD- 1 I LPDDPDKKPQAKQLQTRAD YL I KLLS RDLAKRE AQRLCGA 

C CHD-IA ILPDDPDKKPQAKQLQTRADYLIKLLNKDLARKEAQRLAGA 

C CHD- W I LPDDPDKKPQAKQLQTRAD YL I KLLNKDLARKEAQRLAGA 

GT CHD-W ILPDDPDKKPQAKQLQTRADYLIKLLNKDLARKEVQRLTGA 
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vy 

III 
Id 

cn 



m 



1 CGGGCTGCGG CACGAAGCGC ACCGCCGGCG CACGCAGGCT CGGGCCGOrtr 

, AAGGCCTGGC CCGCCGAGCC GGACGCACGC AGGTATTTGG GCAAAAATCT 

101 TGGCCATCTG TAGAGAATAG CAAGTCAAAC GCATTACTTC GAAAACATAn 

151 GGAGTACCAG AAAGGGGATT CTTGACCTAC ACCTTGTAAC CTGAGTGOAr 

201 TTTCTTTTTA ACTTCTTAAT ACTTACAATG AATGGGCACA SSSSSS 

251 aagtgtaaga aacagcagtg gagagtcaIg" cagmcagat gatgSS 
301 ggtcagcttc aggttctgga tctggttcaa gctctggaag Sg5aSS? 

351 GGAAGTAGCA GCCAGTCAGG TAGCAGTGAC TCTGAATCTG GTTCAGAGrr 

401 AGGCAGTCAA TCCGAATCAG AGTCTGACAC ATCTAGAGAG AAGAAATAap 

451 TTCAAGCTAA ACCTCCGAAA GCTGACGGAT CTgISSg 

ll\ ^^ ATAC TTGCTG ™CA GAGATCAGCA GTGCTCAAGA AGCAaSSa 

551 ACAGCAAAAA GCAGCATCAT CAGACAGTGG TTCAGAAGAG GACTCATCCA 

601 GTAGTGAAGA TTCTGCCGAT GATTCGTCCA GTGAAACTAA 

"1 CATAAAGATG AAGACTGGCA AATGTCAGGG TCAGGGTCAG TATCAGGAAC 

701 TGGTTCTGAT TCTGAATCGG CGGAAGATGG GGATAAAAGC AGTTG^SJg 

fin ^ T ,^ TC TGAC ™GAG CCAAAAAACA AAGTCAAAAG cSSSSc'? 

801 CCAAGCAGAA TTAAGCCAAA AAGTGGGAAA AAGAGCACAG GACAGAAGaI 

851 GAGGCAACTT GATTCATCAG AGGAGGAGGA GGACGATGAT GAAGATTATG 

2!J oJ^^ 00 ATCT CGTCGC CAGGCAACAG TGAATGTTAG TtJSaIg^ 

951 GCTGAAGAAA CCAAGACAGA TTCTGATGAT TTGCTGGAAG TTTGTGGAGA 

1001 GGATGTCCCA CAGACTGAAG AAGATGAATT TGAAACTATA f^r,^^ 

051 TGGACAGTCG AATTGGCCGA AAAoSSJcI Sg^Sc^ SSSc* 

« TATGCCGTTG AGGCAGATGG TGACCCAAAT GCTGGGTTTG AwSJJSS 
S^ GCTGGCA GAAATACAGT ATCTTATTAA ATGGAAAGGC TgSJSSJa* 

^01 TCCATAACAC TTGGGAAACT GAAGAAACGC TGAAGCAACA AAATCTTAAA 

1251 GGAATGAACA AACTGGACAA CTACAAGAAA AAGGATCAGG AgISaIa^ 

1301 CTGGCTGAAA AATGCTTCTC. CAGAAGATGT GGAATATTAT AAcJg^g? 

a^S t c SIS SS£^ t ^S&% 

T^i ^:frr^_ TT caaatcaaaa gtcagcagct ggttatccgg actactattg 

5? 2K5SJ ^ TCAGAATG tagctgggS SSSSSS? 

l^uj. TCATTGCCAA AAAGTTTCAG GCACGCATTG ATGAGTATTT Tar^ar»»*m 

551 CAATCCAAGA CTACTCCCTT TAAGGACTGC iSSSJSJ SSSSJJ? 

1601 AAGATTTGTT GCACTGAAGA AGCAACCATC TTACATTGGA GGACATGAAA 

165 GTCTGGAGTT AAGAGATTAT CAGTTAAATG GATToSg* SSSSJ 

1701 TCATGGTGCA AAGGAAATAG TTGTATTCTT GCAGATGAAA TGGGTCTGfir 

,1% ^ AAAACAATA CAAACAATTT CTTTTCTGAA cSS^ SSS? 
AACTGTATGG CCCTTTTCTT CTGCGCGTGC CACTTTCTAC CTtSJSS 
TGGCAAAGAG AGATTCAAAC TTGGGCTCCT CAGATGAATG CTgSSSI 

1901 CTTAGGAGAT ATAACTAGTA GAAATATGAT AAGGACTCAT G^TGGATGC 

1951 ATCCACAGAC TAAACGATTA AAGTTTAACA TACTTCTGAC SSSSSS 

2001 ATTTTACTGA AGGATAAGTC ATTCCTTGGT GGTCTCAATT GGGCaJJSJ 

2051 AGGAGTTGAT GAAGCTCATC GTTTAAAAAA TGATGACTCT CTTCTgSI 

2101 GGACTTTAAT AGACTTTAAG TCCAACCATC GACTTCTGAT TAcSfflSS 

2151 CCACTGCAAA ATTCCCTCAA AGAGCTGTGG TCTTTGTTGC ATTTCATCAT 

2251 ^Ar^t ir TCCTCCT ^GATTT tSaS£ SJSSg 
2251 GAAGAGAGTA TGGTTATGCA AGTCTTCACA AAGAGCTTGA ACCATTTTTA 
2301 CTAAGAAGAG TTAAAAAAGA TGTAGAAAAG TCTTTACCTG CTAAGOTtS 
11*] ^. hAATTCTG AGGATGGAAA TGAGTGCATT GCAGAAGCAA 
2401 GGATTTTAAC AAGGAATTAT AAAGCCCTCA GTAAAGGTTC AAAAGGCAG? 

TTCTGAACAT TATGATGGAA SaAGaS S S 
2501 TTGCTACCTC ATTAAGCCAC CAGATGATAA TGAATTCTAT AATAAACAGG 
2551 AGGCCTTACA GCATTTGATA CGTAGCAGCG GGAAACTAAT SJSJiSS 
^VSV^ TTCGTCTGCG AGAACGTGGC AACAGAGTTC tSSSc 

AGGATGCTGG ACATCCTAGC AGAATATCTG AAGTATCGCC 
2?5 JfSKS ' CAGAGACTT ^GGATCAA TAAAAGGGGA ATtSSg 

" caagcagtgg atcatttcaa tgcagaagga tcagaggatt tctgtttttt 

2801 ACTGTCTACA AGAGCTGGAG GATTAGGTAT TAACTTGGCA TCTGCTTATA 

290 5 SSSEJ TTTTGATTCT GACTGGAATC CA^GA^J JSSISS 

2901 CAGGCGAGAG CTCATAGAAT TGGACAGAAG AAACAGGTTA ATATTTATTT 

2951 GCTAGTCACA AAAGGATCAG TAGAAGAAGA JiSSS 
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3001 AGAAGATGGT GCTAGACCAT 

3051 AAAACTGTTC TGCATACAGG 

3101 TAAAGAAGAG TTATCAGCTA 

3151 AAGAACCTGA AGGAGAAGAA 

3201 ATCTTGAAGA GAGCTGAAAC 

32 51 AGGGGATGAG TTGCTTTCAC 

3301 ATGAAGATGA TATTGAGTTG 

3351 GAAATCATCC CAGAATCCCA 

3401 AAAAGAACTT GAAGAAATAT 

3451 AACAGATCAG CTTTAATGGG 

3501 TATTCTGGAT CTGATAGTGA 

3551 GCGTGGAAGA CCTCGAACCA 

3601 ATGCAGAGAT CAGGCGGTTT 

3651 CTGGAAAGGT TAGATGCTGT 

3701 TGAGACAGAC CTTAGACGTT 

3751 AGGCTTTAAA GGACAATTCA 

3801 GGGAAAGTTA AAGGCCCAAC 

3851 AAAACTAGTC ATCTCTCACG 

3901 TTCCTTCAGA TCCAGAAGAA 

3951 AAGGCTGCTC ACTTCGATAT 

4001 GTTAGTAGGC ATCTATGAAT 

4051 TGGATCCAGA TCTCAGCTTA 

4101 AAGAAACCCC AGGCAAAGCA 

4151 ATTACTGAAT AAAGACCTTG 

4201 CAGGCAATTC CAAGAGAAGG 

4251 GCTTCAAAAA TAAAAGAAGA 

4301 AGAAAAATCT GATGAAGATG 

4351 TGAAATCTGA AAATAAAGAA 

4401 CCAGTTCATA TTACTGCAAC 

4451 TGAAGAACTC CATCAGAAGA 

4501 CTGTCAAAGC AGCACTGAAA 

4551 GAAAGGGAGC AGCTGGAACA 

4601 TCACATTACA GAATGCCTGA 

4651 AGTGGAGGAA AAATTTGTGG 

4701 GCCAGAAAGC TGCACAAACT 

47 51 GTCTCAGCAA CACAATGACC 

4801 TAATCAGAAA TCCAGATGTG 

4851 GATAGTAGCA GGGACAGTTA 

4901 TGATCATCAC AAAGACAGGC 

4951 CCAGGAAAAG GCCATATTCA 

5001 TGGGATCACT ACAAACAGGA 

5051 AAAGTTAGAT GACCACAGGA 

5101 ACTTAAAAGA CAGCCGGGGT 

5151 AGGATACACT CAGATCACCG 

5201 TTCGAGAGAT TATAGATACC 

5251 CTGGTAGTGG CCCGAGGTCA 

5301 AGATCTCCCC TAGGACACAG 

5351 AAGTACACCT GAACATACAT 

5401 CATTTTCTGG ACCTTCTTTT 

5451 TGCCTTACAT GACTTGAAAG 

5501 ATTGTTACTT CTTTCCAGGA 

5551 ATATTTTTGT ATTTAAAGTT 

5601 ACTTTTTTTT TAAGAAATGG 

5651 CTGCCCCTTT CAGACTGGAT 

5701 TTCTAGGCTG AACACAGATT 

57 51 CTGACCTGTG CTTATGTTTC 

5801 TTTCTTGGTA GAGAACTCTC 

5851 GTTTACATTG TACACTGCGA 

5901 ATATTTAAAT TCTGTACCTA 

5951 TTGTGATCAG TTATAATGCC 

6001 CAATTAAAAA AAAAAACACA 

6051 TAAATTAATT AAATGAGCTT 

6101 TTCCCCAACA ACTCAGGCCT 

6151 TTTAATAAAA TATCTCGATG 

6201 ATTTTATTCC ATTTAGTGCT 

62 51 TTTTTGGTTG TTTTATTTTA 

6301 TGATTGTTGT AATGAACAGT 

6351 AAAGCTTTTC AGGTGCATTG 
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TTAGTAATTC AGAGAATGGA CACGACAGGA 
TTCAACTCCA TCAAGCTCTA CACCTTTTAA 
TTTTGAAGTT TGGTGCTGAG GAACTCTTTA 
CAGGAGCCCC AGGAAATGGA TATAGATGAA 
TCGGGAAAAT GAGCCAGGTC CATTGACTGT 
AGTTCAAGGT GGCGAACTTT TCCAATATGG 
GAACCAGAAA GAAATTCAAG AAATTGGGAA 
ACGGAGAAGG ATAGAGGAGG AGGAAAGACA 
ACATGCTCCC GAGGATGAGA AACTGTGCAA 
AGTGAAGGAA GACGCAGTAG GAGCAGAAGA 
CTCCATCACA GAAAGAAAAC GGCCAAAAAA 
TTCCTCGAGA AAATATTAAA GGATTTAGTG 
ATCAAGAGTT ACAAGAAATT TGGTGGCCCT 
AGCTAGAGAT GCTGAACTGG TTGATAAATC 
TGGGTGAACT TGTACATAAT GGATGCATTA 
TCTGGACAAG AAAGAGCAGG AGGTAGACTT 
GTTTCGAATC TCAGGAGTGC AGGTGAATGC 
AAGAAGAGCT GGCACCACTG CACAAATCCA 
AGGAAAAGAT ATGTCATCCC ATGCCACACC 
AGATTGGGGT AAAGAAGATG ATTCCAATCT 
ATGGCTATGG CAGCTGGGAA ATGATAAAAA 
ACACAGAAGA TTTTACCTGA TGATCCAGAC 
GCTACAGACC CGTGCAGACT ACCTCATTAA 
CAAGAAAGGA AGCACAAAGG CTTGCTGGTG 
AAGACAAGAA ATAAGAAGAA TAAGATGAAG 
AATAAAGAGT GATTCTTCAC CACAACCCTC 
ATGAGGAGGA GGATAACAAG GTAAATGAAA 
* t 

AAATCTAAAA AAATTCCATT GCTGGATACT 
CAGTGAACCA GTTCCTATCT CAGAAGAATC 
CATTTAGTGT GTGCAAAGAA AGAATGAGGC 
CAGCTGGATA GACCAGAGAA GGGCCTTTCT 
TACTAGGCAG TGTCTAATCA AAATTGGGGA 
AGGAGTACAC AAATCCCGAG CAAATAAAAC 
ATTTTTGTGT CCAAGTTTAC AGAATTTGAT 
CTACAAACAT GCAATCAAAA AGCGCCAAGA 
AAAACATTAG CAGCAATGTG AATACACATG 
GAAAGACTGA AGGAGACTAC AAACCATGAT 
TTCTTCTGAT AGACATTTAT CACAATACCA 
ATCAGGGAGA TGCTTACAAG AAAAGTGACT 
GCCTTCAGTA ATGGAAAAGA TCACAGAGAC 
CAGCAGATAC TACAGTGATA GTAAACATAG 
GCAGAGACCA CAGGTCAAAC CTGGAAGGAA 
CATTCAGATC ACCGCTCCCA TTCAGACCAC 
TTCCACTTCA GAATACAGCC ATCATAAATC 
ACTCAGACTG GCAAATGGAC CACAGAGCTT 
CCACTAGATC AGAGGTCTCC TTATGGTTCA 
ATCTCCATTT GAACACTCAT CAGATCACAA 
GGAGTAGCCG GAAGACATAA CAAAGACTGA 
TAGCCATATA CAGTAAACTA ACACAGTAAT 
ATATGGACTG GATATTCTAT CAGTAGCAGT 
TGCAAGGTCT ATTATCCCAA CAGAAGAAAA 
TATGCTGCAC TGTGCTGCAA ATGTTGTGGC 
AAGATGTTTA CTTTTACAGG GACCTCAACA 
CTTACTATAA AACTCTTCAT GTCAAAGTGG 
AAATTATGTT TGTAAATGAA CACTTAAACA 
AGGAAAGAAT GGGGGATTTA TTTTGTTTTA 
AAGGACTTTG TTCACTTTCC AAAGCTACTT 
CCACCTTGCC GCTTTTCATC ACAAGCTTGA 
CAGTTGTAAA ATAGCCAGGA TTTCTCCTGT 
TTTTTATGAA ACAAACAAAC AAACAAAAAA 
ACAAAACCAA CAAATGGCTG TAAATTATTG 
TTTTCCGTCA GGCTTTTTTT GGCTGTTCCT 
TCTTTTCACA AAGTCAGTAT ACTTACATGT 
GAATCAGAAT GTAAAAATGG GGAAGGGAAT 
CCTTTTTTAT TGGATACTTT TACATACCTG 
TTTTTTTTTT CTATTAAACT GTCAGTGTTG 
GAGAATATCC CACTCTAAAC TGTGCCCTGG 
GTTTAAAAGA AGGAAGTGTT CTATAGGTGA 
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6401 ACACTTCAAA ACCCAGATCA 

64 51 CCCTCTTTAA CATGGGCAAT 

6501 TTTTAGAAGA TTTGAATGAC 

6551 GATTGTACAT AGATAACTTC 

6601 AAAAAACC 



GC CAAGATTC ATTGTAAATC CATTTGTTTT 
AATGTCAAAT GTGCTATGCA GCAGTTAATA 
TTTATTAACA GAATTGTTAC AATGCACACT 
TATCTGACAA ATTAAATTAA CTAAAACCAA 
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Figure 6. 
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Figure 7. 



DEIVSVKHLEKKIKTE 
CHD-JA 1 GATGAGATTGTTTCAGTGAAACATCTACATAAAAAAATAAAAACAGAAA 
CHD-W 1 GATGGGATTGTTTCAGTGAAACATCCACATAAAAAAATAAAAGCAGAAA 

DGIVSVKHPHKKIKAE 

KENEEKPEPDIGIKKEA 
CBD-lA 5 1 AAAGAAAATGAAGAAAAGCCTGAGCCAGATATTGGTATAAAGAAGGAAGCT 
CBD-W 51 AAAGAAAATGAAGAAAAAGATGAGCCAGAGATTGGTATAAAGAAGGAAGCT 

KENEEKDEPE IGIKKEA 

EEKRETKEKENKRELKR 
CHO-iA 101 GAAGAAAAAAGAGAGACAAAAGAGAAGGAAAATAAAAGGGAATTGAAAAGG 
CBD-W 101 GGAGAAAAAAGAGAGACAAAAGAAAAGGAAAATAAGA 

GEKRETKEKENK 

EKKEKEDKKELKEKDNK 
CBD-1A 151 GAGAAAAAAGAAAAAGAGGATAAGAAAGAATTAAAAGAAAAAGATAATAAA 

EKRE NKVKESTQKEKEV 
CHD-JA 2 01 GAAAAGAGAGAAAACAAAGTAAAAGAATCCACACAGAAAGAAAAAGAAGTG 

KEEK 
CffD-iA 251 AAGGAAGAGAAG 
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Figure 8. 



ATTTATCGGC TAGTCACAAA A3GATCAGTA GAAGAAGATA TTCTTGAAAG AGCCAAGAAA AAGATGGTGT TAGATCATTT 
10 20 30 40 50 60 70 80 

AGTCATTCAG AGAATGGACA CCACAGGGAA AACTGTACTA CATACAGGCT CTACTCCTTC AAGCTCAACA CCTTTTAATA 
90 100 110 120 130 140 150 160 

AGGAAGAGTT ATCAGCAATT TTGAAGTTTG GTOCTGAOGA ACTTTTTAAA GAACCTGAAN NNGAAGAAGA GGAGCCTCAG 
170 180 190 200 210 220 230 240 

GAGATGGATA TAGATGAAAT CCTGAAGAGG NCTGAAACTC GAGAAAATGA GTCAGQCCCA TTAACTOTAG GAGATGJSGTT 

250 260 270 280 290 300 310 320 

ACTTTCACAG TTCAAGGTAG CTAACTTTTC CAATATQGAT GAAGATGACA TTGAATTQGA ACCAGAACAA AATCTAAGAA 
330 340 350 360 370 380 390 400 

ACTQGGAAGA AATCATTCCA GAAGTTCAGT OOCGACGAAT AGAGOGGKNG GAAAGACAAA AAGAACTTGA AGAAATAIAT 
410 420 430 440 450 460 470 480 

ATGCTTCCAA GAATGAGAAA CTGTQCAAAA CAGATCAGCT TTAAIGGAAA TGAAGGGAGA TQCAGTAGGA GCAGAAGAIA 
490 500 510 520 530 540 550 560 

TTCTOGATCT GATAGTGATT CCATCTCAGA AAGAAAACGA CCAAAAAAAC GTGGACGACC ACGAACTATT CCCCGTGAAA 
570 580 590 600 610 620 630 640 

ACATTAAAGG ATTTAGTGAT QCAGAGATTA GACGATCTAT CAAGAGTTAC AAGAAATTTG GTGQCCCAGT TGAAAGGTTA 
650 660 670 680 690 700 710 720 

GATOCTATAG CTAGAGATCC TCAGCTAGTT GATAAATCTG AAACAGACCT TAGACGTCTG GGAGAACTTC TACATAATOG 
730 740 750 760 770 780 790 800 

ATGCATTAAG GCTTTAAATC ATAATGACTT TGGTCAAQGA AGAACAGGTG GTAGATTTGG GAAA7TTAAA GGCCCAACAT 
810 820 830 840 850 860 870 880 

ill TCCGAATAGC AGGAGTOCAG GTGAATOCAA AGCTAGTCAT TTCTCACGAA GAAGAGTTOG CACCATTGCA TAAATCGATT 

890 900 910 920 930 940 950 960 

!L CCTTCAGATC CAGAAGAAAG GAAAAGATAT GTCATCCCAT ACCACACCAA AGCAOCTCAT TCTGATATAG ATTGGGGTAA 

U 970 980 990 1000 1010 1020 1030 1040 

fy AGAAGATGAT TCCAATCTGT TAATAGGCAT CTATGAAIAT GGTTATGGCA GTTGGGAAAT GATAAAAATO GATCCTGA3C 

1050 1060 1070 1080 1090 1100 1110 1120 

TCAGTTTGAC ACAGAAGATT TEACCTGATG ATCCAGATAA GAAACCCCAG GCTAAGCAGT TACA3ACTCG TGCAGATT*: 
=g 1130 1140 1150 1160 1170 1180 1190 1200 

h CTCATTAAAT TACTGAATAA AGACC1TGCA AGAAAGGAAG CACAGAGACT TQCTGGTQCA GGCAATTCAA AGAGGAGAAA 

Iz. 1210 1220 1230 1240 1250 1260 1270 1280 

%W AACAAGAAGT AAGAAGAATA AAGCAACAAA GGCTGC 

1290 1300 1310 
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Figure 9. 



C CBD-1A OARRYI/5KKLGHL*RIAS<3raY7ENIRSTR^ 

K CBD-1 FAI/OTV^REPQETRECROTirKILIEEEICIHra^ 

C CHD-1A SVRNSSGESSRSDDDSASSASGSGSCKSSG^ 

/f CBD-J SVR*KSGESSQSGDI>-CGSXSGS<^GSSSGS^ 



Co 



Id 



C CHD-1A 
# CffD-J 



C CTD-XA 



C CBD-1A 
H CBD-1 



TSREKKQVQAKPPKADGSE FWKSSPS IIAVQRSAVLKKQQQQ QKAASSDSGSEEDSS 

TSRENX-VQAKPPKVDSAEFVTCISSPSI^^ 

****,♦ ******* **.**************** # * . ** ** *,.•**,***«**** 

SSEDSXDDSSSETKKKKHKECDWQMSGSGSVSGTGSDSESAEDGCKSSCEESESDYZP3W 
SSEDS-DDSSSGAKRKMNDEDWQMSGSGSPSQIiGSD 

***** ***** # * .***, *********** * ****** * # *****, ^ ******** 

KVKSRXPPSRIia , KSGKKSTC^iaa^IJ3SSBEEEDDDEDYD^ 
KVRSRKPQNRS^!OI3TOII/3Q»OTQIDSSEDEDrc^ 

**.**** ,* *.♦.*** ******,****,*,«,• * *** ( ************* ** 

TKTDSDDUJWCCTDVTQTEEDErET 
KKTDSDDLLEVCOTDVPQPEDEErETIERVM^ 



C CHD-H 
M CBD-1 



HUMAN 

C CHD-1A 

K CBD-1 



KTXEI 3EIQYLIKWKGWSHIHNIWETEETLKQQN /RGMTOJ^WU^ETIOWIJCNAS 
EKSKEI 3EIQYLIKHKGWSHIHNTVETEETLKQQN /KGMNW^NYKJOO>^TOWIJCHXS 
ERNKEF 3DIQYLIKWKGWSHIHKIWETEETLKQQN /RGWaaDNYKKWWTKRHLKNAS 
*..** *.*************************** * ************** ******** 



PEDVEYYNCQQELTDDLHKQYQIVERTNXSFOSKSAAGYP 

PEDVEYYNCQQELTDDLHKQYQIVERI lAHS^KSAAGYPDYYCKWOGLPYSECSWEDGX 
PEDVEYYNCQQELTDDLHKQYQIVERI IAHSNQKSAAGLPDYYCXHQGLPYSECSWEDGA 



C CH0-1A 
K CflD-J 



C CBD-1A 
H CBD-1 



C CBD-1A 
M CBD-1 



C CflD-lA 
H CBD-1 



C CBD-1A 
M CBD-1 



C CBD-1A 
H CBD-1 



C CBD-1 A 
H CBD-1 



LIAKKrOARIDEYrSRHQSKTTP; 
LI SKXEQTC IDE YE SRHQSKTC?; 



EKDCKVI^QRPRKVAIJCKQPSYIOGHE 3LELRDYQLN 
TKDCKVIJ^QRPRPVMiKKQPSYIOGHE 3LELRDYQLN 



GLNWIAHSWCKGNSC I IADEMGLGKT IOTISrLNYLTHEBQLYCJPrLLRVPLSTLTSWQR 
GLNWT^HSWCKGNSCIIADEMGLGXTIQTISFL^^ 



E I QTVRPQMNAWYDSD I TSRKM IRTHZWMHPQTKRLKJNI LLTTYE ILLKDKSrLQGLN 
E I QTVCfcSQMNAWY LCD INSRNM I RTHEWMHPQTKRLKFNI LLTTYE I LLKDKAELGGLN 



WA5I<7/DEAHRIJQJD0SIXYTm J IDn^ 

WAT IGVDEABIUJQJIX)SLLYKTLIDFTSNHRI^ 



WE DFTSE E HGKGRE YGY ASLHKE LE PF IJJIKVKKDVEKS LPAKVEQI LRHEKSALQKQ YYX 
WZDrZ£EHGXGREYGYA£lJIX£I^PPLIJ^ 



WILT^OTXAISKGSKGSTSGFI^I^raiJ^CCNH^ 
WILTRNYXM^KGSKGSTSGFLNIMKELJ^ 



Oai LIXiIOXIRJJlERGNRVLirSOMVRMLDILAE YLK YRQFTFQRLDGSIXGELRKQAL 
GKLIIZJ)KIXIRIJUKGNJWLIFS<yfVRHI^^ 
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C CBD-1A 
H CBD-1 



C CBD-W 
C CBD-1A 
H CBD-1 



H CBD-1 



DHFNAECSEDFCFU^TRAGGLGINLASAI^^ 
DHFNAEGSEDFCFLLSTRAGGI£IHLA£ADTWIFT^^^ 



-IYTUiVTKGSVEEDILERAKKXMVLDHLVIQ ^MDTTGKTVLHTGSTPSSSTPFTOCEZIjSA 
NIYRLVTKGSVEEDI1ZRWCKXMVLDBLVIQ ^MOTTCKTVLHTXSSAPSSSTPfNKKKLSA 
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Figure 13. 
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Figure 15. 
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